Supplementary
: A) Bar plot output from STRUCTURE; B) Likelihoods calculated from STRUCTURE outputs, using Harvester (http://taylor0.biology.ucla.edu/structureHarvester/) (Pritchard, et al. 2000) . Supplementary Figure S7 : Inferred network haplotypes at the EPPIN. Each circle represents a unique haplotype, and its area is proportional to its frequency. Within each circle, P. t. verus, P. t. ellioti, and P. t. troglodytes are labeled in green, purple and orange, respectively. The mutations that differentiate each haplotype are shown along each branch. (Bandelt, et al. 1999 ).
